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Molecular analysis of bipolar disorder based on copy number variation
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Genetic factors have an important role for the risk of bipolar disorder
BD), but the details remained unclear. In this study, we performed a genome-wide analysis of copy
number variations (CNVs), which have been implicated in other psychiatric disorders. We found that
CNVs previously associated with psychiatric disorders may increase the risk for BD. Further analysis
of CNV data revealed the involvement of lipid metabolism in the pathogenesis of BD. We analyzed iPS
cells derived from BD patients with specific BD-associated CNVs and observed morphological
abnormalities of dendrites and synapses in neurons.
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