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Although sarcopenia is known as a risk factor for quality of life decline
and shortened life expectancy, there are currently no effective treatments and no bio-markers for
sarcopenia. We focus on the role of microRNA on saropenia and previously revealed that mir-23 is
increasing in muscle with muscle atrophy. Thus, we hypothesis that mir-23 has a role on sarcopenia.
In this study, we examined the impact and the mechanisms of mir-23 on saropenia. We revealed that
mir-23b was increased through muscle atrophy in the mouse model. In addition, we clarified that
mir-23b acts as protectively on muscle atrophy through suppressing Phosphatase and Tensin Homolog
Deleted from Chromosome and enhancing Akt-mTOR pathway. Furthermore, we showed that serums of
mir-23a and mir-23b in ﬁeople with sarcogenia were higher than those in people without sarcopenia.
These results suggest that mir-23 might be a novel therapeutic target and diagnostic biomarker for
sarcopenia.
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1.miR-23b-3p (In vitro)
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2.miR-23b-3p (In vivo)
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