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Oral cancer screening by detecting aberrant methylation of hTERT gene and other
cancer related genes.

Haraguchi, Kazuya
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Telomerase is highly expressed in cancer patients and is expected as a novel
cancer marker. Telomerase is an enzyme complex consisting of hTERT, hTR, etc. In this study, we
examined the possibility of screening using abnormal methylation at the CpG site of the hTERT gene
promoter region as an index. Electrochemical Hybridization Assay (EHA) was used for this study. As a
result, abnormal methylation at the CpG site of the hTERT gene was found at a high rate in oral
cancer patients compared to normal oral mucosa. These results suggest that aberrant methylation of
hTERT gene in oral cancer may be useful as a screening system for oral cancer.
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Figl. ROC analysis in the case of the detection of OSCC from all samples.
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