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Elucidation of cell-cell interaction in myelodysplastic syndromes via tumor
exosome
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Aiming at the elucidation of the effects of exosomes derived from tumor
cells in myelodysplastic syndromes, we analyzed miRNAs and cytokines in various cells that took up
MDS-exosomes. After adding exosomes to each cell culture, these exosomes were most abundant in
regulatory T cells (Tregs). Besides, Tregs highly expressed miRNAs which were included in
MDS-exosomes. The amount of IL-10 was increased in supernatant of Tregs culture, and the expression
of IL-10 mRNA was also increased in Tregs. These data suggested MDS-exosome affects the immune
system of patients.
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L7z, Genopal 137 & OBENERAE STV 5K 200 FEO miRNA ZBHT& 54U an
B SN DNAF v 7 Th Y, BEFERE D spike in control % W THH o 7V E O IE %
1T-7,

(6) Kz Ligd IL-10 £ &

Treg MO L& @ IL-10 2 ELISA #5112 £ 9 JII7E L 72(Human IL-10 detection Kit,
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