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Study on evolution of sex chromosome and sex determination system in Hokou gecko
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Hokou gecko exhibits genotypic sex determination with ZZ/ZW sex chromosome.
In this study, to infer the evolutionary process of the sex chromosomes, sequences of Z and W
homologs of two sex chromosome-linked genes, ACOl and DMRT1, were analyzed for two populations of
Hokou gecko, the populations from Okinawa and Ishigaki islands. The former population has
morphologically differentiated ZW chromosomes and the latter has undifferentiated ZW chromosomes.
Sequences of ACO1 were differentiated between the Z and W homologs in Okinawa population while those
were identical between the Z and W homologs in Ishigaki population. In contrast, sequences of DMRT1
were differentiated between the Z and W homologs in commonly both populations. These results
suggest that an initial step of sex chromosome differentiation was allelic differentiation of DMRT1
(a sex determining gene in Vertebrate) in the common ancestor. Then, inversions independently
occurred in the W chromosome of Okinawa population.
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