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To develop a technique for labeling mitochondrial genomes in living cells,
we examined the extent to which telomeric regions stain using the CRISPR / Cas9 system, which is
frequently used to label specific regions of the nuclear genome. When 16 cells of MS2 sequence were
connected to sgRNA targeting telomeric region, MCP-GFP in which GFP was connected to MCP which
recognizes MS2 sequence, and dCas9 were expressed in one cell, GFP was in the nucleus. It was
confirmed that it was aggregated. The cells were fixed for verification and immunostaining of
telomeric regions showed co-localization with MCP-GFP. From the above, it is thought that specific
regions of nucleic acid can be stained in living cells by the method using dCas9 and MS2.
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