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Analysis of causative genes for mid-frequency hearing loss using next-generation
sequencing
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In 95 families with _non-syndromic bilateral mid-frequency sensorineural
hearing loss, pathogenic or likely pathogenic variants were identified in 23 families, variants of
unknown significance (VUS) were found in 38 families, and genetic causes were unknown in 34
families. Among 23 families for which a pathogenic variants was identified, MYO6 was causative gene
in 6 families (26.1%) and POU4F3 was causative in 3 families (13.0%). In terms of 61 families
including VUS, MY06 variants were found in 12 families (19.7%) followed by TECTA in 7 families (11.5
%). TECTA variants often can not be determined as pathogenic by only one family because obtaining
accurate family history is difficult and most of TECTA variants with autosomal dominant inheritance
are missense variants. For the future, data accumulation may change some VUS to pathogenic variants,

which may increase the TECTA gene rate among mid-frequency hearing loss.
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