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Role of maternal gut microbiota during pregnancy in childhood obesity
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We investigated the roles of maternal gut microbiota during pregnancy in
maternal and fetal obesity-related factors in a birth cohort study. Maternal gut microbiota did not
show significant difference between early and late period during pregnancy. There were correlations
between the diversity of maternal gut microbiota or occupancy of specific phyla or genera and
maternal glucose metabolism during pregnancy We also found correlations of the diversity of maternal

gut microbiota with fetal development or blood adipokine concentrations. It is suggested that the
mate[?al gut microbiota may affect obesity-related factors in the fetus as well as in the mother
itself.
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