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To identify the LncRNA related to the cancer stem cells (CSCs), we separated
the CSCs and non-CSCs in CRC using the ODC degron system and CSC fraction was augmented. Then, we
performed comprehensive gene analysis using CSCs and found that LINC01534 showed high expression in
CSCs. Using clinical samples from CRC patients, LINCO1534 was associated with poor prognosis in CRC.

Functional studies revealed that the LINC01534 knockdown suppressed the cell proliferation and
arrested the cell cycle at G2-M phase in CRC cells. Furthermore, we showed that the knockdown of

LINC01534 affected the expression of genes related to endoplasmic reticulum (ER) stress and
autophagy. Together, we demonstrated the clinical and biological relevance of LINCO1534 in
association with CSCs, and discovered the effect of LINCO1534 on ER stress and autophagy in CRC.
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