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Exploration of biomarkers for the choice of chemotherapy in colorectal cancer
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Among patients of metastatic colorectal cancer (mCRC) with copy number gain
(CNG) at chromosome 8g24.1-g24.2 (~ 40% of the patients), response rate and prognosis factors (0S
and PFS) were better for those treated with irinotecan(iri)-based than those with oxaliplatin(ox)
-based combination chemotherapy. Chromosome 8024.1-024.2 may contain genes that could potentially
serve as predictive markers for selecting either iri- or ox-based chemotherapy in combination with
bevacizumab for treatment of mCRC patients. Myc-knocked down Colo320 cells (with a CNG at 8qg24.1-24.
2) reduced sensitivity to SN38, but Myc-overexpressed DLD1 cells (without CNG at 8q24.1-24.2) did
not, suggesting that Myc is not indispensable factor for iri sensitivity. Fam84B-overexpressed DLD1
cells increase sensitivity to SN38, suggesting that this gene that resides in the 8¢24.1-24.2 region
could be a critical factor to choose ox- or Iri-based chemotherapy in combination with bevacizumab

for treatment of mCRC patients.
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Fig.1 Growth inhibition curves
analyzed with MTT assay for 3 cell
lines using increasing concentration
of SN38 (irinotecan prodrug).
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