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Chloroplasts are the important plant-specific organelles that are essential
for plant development and growth. Chloroplasts possess their own genome and gene expression system
and their gene expression is tightly regulated at the various RNA processing steps. However,
regulatory factors involved in RNA processing are unknown. In this study, we identified novel
pentatricopeptide repeat RNA-binding proteins required for RNA processing, such as RNA splicing and

RNA stabilization, using model plants, Physcomitrium (Physcomitrella) patens and Arabidopsis
thaliana.
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