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The purpose of this study was to elucidate the molecular mechanism that
controls the initiation and progression of leaf senescence, and to carry out basic research for the
production of new varieties that can increase the yield of crops, maintain quality after harvest,
and reduce costs. By phenotypic analysis and comprehensive gene expression analysis using MAPKKK17
and MAPKKK18 overexpression plants, the MAPKKK17 / 18-MKK3-MPK1 / 2/7/14 pathway is involved in
stress-responsive flowering promotion, and as a result, It was considered that leaf aging was
accelerated. In addition, we identified several genes involved in leaf senescence.
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