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In developing or growing plants, we have found that the free N-glycans
(FNGs) occur at a few micro molar concentrations and we have made a working hypothesis that these
FNGs may carry important functions involved in plant physiology. The FNGs are classified into two
categories; one produced from misfolded glycoproteins in ERAD system, and the other one produced
from the turnover of function-lost proteins. In this project, through the constructions of mutant
lines of A.thaliana or tomato, we have found the putative biological functions of FNGs involved in
plant development or growth, and we have developed the basic research to apply the putative
functions to regulate the plant growth or the fruit-development.
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