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Retrotransposons, which repeatedly proliferate in the germline genome, are a
threat to the next generation of inheritance of life. A complex of non-coding small molecule RNAs
(piRNAs) and PIWI proteins represses retrotransposons to maintain genomic homeostasis. This study
has shown that the newly identified nuclear export factor 2 (Nxf2) represses the transcription of
transposons through its interaction with Piwi-piRNA complex.
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