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Drug resistance in multiple myeloma using DNA damage repair

SAITOH, TAKAYUKI
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We examined the expression of DNA repair genes, including base excision
repair (BER) genes of multiple myeloma (MM) cell lines.The expression of 0GGl, APE1l, MUTYH, POLB,
PARP, and XRCC1 in BER of MM cells was higher than peripheral blood mononuclear cell. We have made
several BER knockdown MM cells using lentivirus.0GG1l knockdown and APE1 knockdown (KD) cells showed
decreased proliferation. APEL KD cells showed higher level of double strand DNA breaks compared to
control, suggesting the role of APE1l for anti-myeloma effect by DNA repair system.Furthermore, APEl
inhibitor; Methoxyamine and E3330 showed decreased proliferation of MM cell lines. Thus, APE1l may be

a target gene of MM therapy.
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