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Association between gut microbiota and lifestyle / lifestyle-related factors in
a general population
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The association between lifestyle/lifestyle-related factors and gut
microbiota were studied in a general population. The results were as follows. At the gate level,
Firmicutes phylum was low and Bacteroidetes phylum was high in men with high visceral fat area
(VFA). In women with high VFA, Firmicutes phylum was high, and Bacteroidetes phylum and
Actinobacteria phylum were low. At the genus level, a negative correlation was found between VFA and

Blautiagenus genus / Bifidobacterium genus. On the other hand, regarding gut microbiota,
arteriosclerosis-related items, and nutrient intake, A positive correlation was found between
Firmicutes phylum and protein intake and total dietary fiber intake, while a negative correlation
was found between Firmicutes phylum and blood ?Iucose and alcohol intake. A positive correlation was

found between Bacteroidetes phylum and alcohol intake.
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