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Elucidation of similarities, differences, and overlap in obstructive pulmonary
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Because of the difficulty in collecting high-quality peripheral blood
exosomal RNA, we performed a comprehensive proteome analysis in peripheral %Iood to investigate the
relationship between exosome-related proteins. Proteome analysis revealed that 365 plasma proteins
were significantly different between COPD and severe asthma. Cluster analysis by using proteome
profile data identified three clusters in COPD and four clusters in severe asthma. The protein
groups involved in the clustering contained significantly more exosome markers. These results
indicate that although there are differences in the plasma proteome profiles of COPD and severe
asthma, exosomes are strongly associated with proteomic clustering in both diseases.
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COPD subjects by k-means group
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