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Personalized prediction of susceptibility to asthma by genetic risk score
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We selected 15 eSNPs which meet a condition of P < 0.05 in asthma GWAS of
our Cohort 1 (958 healthy volunteers and 242 patients with asthma). Genetic risk score (GRS) of
susceptibility to asthma was calculated by summing up the number of risk alleles. Significant
difference of GRS was confirmed between the controls and asthma patients (P = 9.54E-15).

Then, the same analysis was performed for independent Cohort 2 (565 healthy volunteers and 541
patients with asthma). Significant difference of GRS was validated between the controls and asthma
patients also in Cohort 2 (P = 0.023). ROC analysis showed the AUC of 0.539, suggesting that
prediction capability of susceptibility to asthma by using the 15 eSNPs was slightly low.

We are planning reevaluation of the prediction capability by increasing the number of eSNP

candidates.
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