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Genome-wide association studies (GWAS% have identified more than 200 genetic
loci associated with susceptibility for type 2 diabetes (T2D). We have previously proposed several
new potential pharmacological targets for T2D treatments using systematic bioinformatics approach
integrating the findings of GWAS for T2D, and biological or pharmacological information from various
databases. KIF11l is one of the potential therapeutic targets identified by the in silico pipeline.
We have demonstrated that administration of KIF1l inhibitor ameliorated impaired glucose tolerance
on db/db mice through increasing the insulin sensitivity and suppressing hepatic glucose production.
The results suggest that our GWAS-based drug discovery platform is useful to identify novel drug
targets for the treatment of common diseases, such as T2D.
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