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Analysis of signaling pathways identified by transcriptome analysis of
rheumatoid arthritis samples

Sumitomo, Shuji

3,600,000
CD4 T
T RICTOR  KDM5A
5 eQTL GWAS
SNP B
CD83 eQTL CD27 1gD  double negative B B
CD4 T
eQTL GWAS

We performed transcriptome analysis of peripheral blood CD4+ T cell subsets
in patients with rheumatoid arthritis, and showed that T-cell receptor, RICTOR, and KDM5A-related
signals were enhanced in genes that correlate with disease activity, and administration of abatacept

suppressed these signal pathways.

In addition, by integrating the eQTL gene catalog of 5 subsets of peripheral blood taken from
healthy subjects and GWAS data of rheumatoid arthritis, it was possible to estimate the cytokine
pathway in each cell fraction of rheumatoid arthritis. Moreover, it was suggested that one risk SNPs
for rheumatoid arthritis has a negative eQTL effect on CD83 expression on B cells, and increases
CD27-1gD- double negative B cells, and influences B cell differentiation.
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