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We contributed to the practice of scientific and efficient infection control
as follows. 1) Comprehensive detection and analysis of resistance genes by whole genome analysis of
Acinetobacter bacteria (draft genome analysis, MLST analysis, POT analysis) , and drug

susceptibility, 2) search and analysis of new resistance factor, 3) establishment of new
antibacterial drug search method using colistin resistant bacteria as an indicator strain, and 4)
construction of plasmid database. Regarding 1), we have identified clinically rare strains in the
world such as a clinical isolate (OCUAcl6 strain) that have three carbapenemase and a clinical
isolate (OCUAcl18 strain) that have more than 15 kinds of plasmids. In addition, complete genome
analysis of the reference type strain ATCC 19606 was completed.
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