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Whole genome sequencing analysis for investigation of biomarker candidates for
Gender Dysphoria
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We investigated for GD-related genes that can be the molecular basis for
early diagnosis of Gender Dysphoria. Since any polymorphisms and mutations strongly related to GD
have not been reported in the analysis focusing on sex hormone-related genes so far, we performed
whole-genome sequence analysis to detect mutations and polymorphisms in the entire genome of the GD
individuals. Not only the standard reference sequence (hg38 / GRCh38) but also the Japanese genome
sequence and variant frequency information (JG2, etc.) were used. In addition, bioinformatics
analysis such as integration with expression analysis data in mouse brain derived from previous
studies, GO enrichment analysis, and transcription factor recognition sequence analysis was also
performed.
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