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Evaluation of terrestrial mushroom assemblages by fungal eDNA analysis in river
water
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In this study, | compared fungal mushroom assemblages (mushroom survey) and
fungal DNA assemblages in river water (fungal DNA metabarcoding survey) through monthly surveys for
two years in a forest site. A total of 158 0TUs were detected in the mushroom survey, and 308 OTUs
belonging to taxa known to be terrestrial and to form mushroom were detected in the DNA survey. Of
the fungi detected as mushrooms, more than half (82 OTU) were detected in DNA in water. In addition,

similar patterns of seasonal variation were detected in both mushroom and waterborne fungal DNA,
indicating that fungal species composition is similar to each other when the survey months are the
same, even in different years. These results suggest that investigating fungal eDNA in river water
can efficiently investigate fungal diversity and its temporal variation in a forest.
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