(®)
2017 2020

Exploring evolutionary history of great apes and humans by means of metameric
variation in molars

Morita, Wataru
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Since teeth are the most abundant material in the vertebrate fossil records,

dental morphology has played a key role to infer phylogenetic relationships. Here, we analyzed
metameric variation among upper molars in extant hominoids using a novel quantitative method,
morphometric mapping. Results show that humans and extant apes share a common pattern of metameric
variation characterized by a relatively simple degradation along the mesiodistal axis. Specifically,

humans show a distinct pattern of hypocone reduction, suggesting considerable developmental
modifications in the human lineage. We also analyzed the newly discovered fossil upper third molar
from Nakali in Kenya to estimate its phylogenetic position.
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