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The biosynthetic genes for fungal ribosomal peptides are widely distributed

among fungal genomes and expected to be a rich source of biologically active compounds. However, the

genomic information has not been utilized well, possibly due to the lack of information about their

biosynthetic pathway. In this study, the biosynthetic pathway of fungal ribosomal peptides,
especially focusing on macrocyclization, were analyzed. The biosynthetic genes for asperpin-2a, a
bicyclic ribosomal peptide, were cloned and expressed in the heterologous host Aspergillus oryzae.
As a result, asperipin-2a was successfully produced by the transformant. This result indicated that
the macrocyclization in the asperipin-2a biosynthesis proceed in a similar manner to that of
ustiloxin B. Because the number of genes involved in macrocyclization of asperipin-2a was smaller
than that in the biosynthesis of ustiloxin B, this finding may facilitate the characterization of
this intriguing process in detail.
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