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Screening of in vivo essential factor inhibiters for multi-drug resistant
bacteria

Sato, Toyotaka
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(VivoEF)

In this study, we focused on bacterial factors that are essential for their
bacterial growth and survival (vivoEF) in vivo(infected sites such as tissues and blood), but not
for in vitro, from a view of emergence and spread of multidrug-resistant bacteria that is considered

to be a problem in the future. We screened and identified vivoEF inhibitors. We also identified
their targets in bacteria, and evaluated vivoEF effects using infectious models in mouse. As a
result, a plurality of compounds showing antibacterial activity only in blood were identified, and
it was clarified that the compounds suppress the production of bacterial capsule. From the above, we
obtained scientific findings on new treatments for bacterial bloodstream infections such as sepsis
in this study.
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