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The role of transcriptional factor Arid5b in angiogenesis
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LL/2 tumors implanted into macrophage-specific Arid5 knockout mice fmutant
mice) showed larger than that of wild type. In addition, immunohistochemical staining revealed that
neovascularization in tumors transplanted to mutant mice had smaller vessel diameter, less tortuous
and more mature than wild type. The population of immune cells in tumors was investigated by flow
cytometry, and there was no significant difference between mutant mice and wild type. On the other
hand, as a result of RNA sequencing, the expression of genes responsible for angiogenesis was
reduced in tumor associated macrophages of mutant mice. To identify the target gene of Arid5b, ChIP
sequencing was performed. Consequently, significant enrichment was found in the promoter region of
cFos, and we confirmed the direct binding of Arid5b to the AP-1 sequence by the luciferase reporter
assay. Finally, We have identified cFos, which is also involved in Vegfa expression, as one of the
target gene of Arid5b.
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