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The relationship between autism spectrum disorder and neonatal jaundice
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To elucidate the role in the development of autism spectrum disorders (ASD),
this study investigated the incidence of UDP-glucuronosyltransferase (UGT1A1) gene polymorphisms
associated with neonatal jaundice in the population of ASD children and Japan. We compared it with
the general frequency of humans and examined whether it was involved in the development of ASD.
As a result of analyzing the DNA, the frequency of UGT1Al 6 and UGT1A1*28 gene polymorphisms was
the same as the general frequency of Japanese people, and at least the UGT1Al gene polymorphism,
which is one of the risks of developing neonatal jaundice in the onset of ASD was not considered to

be involved.
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OR P-value
Homo Hetero Null AF Homo Hetero Null AF
UGT1A1*28 2 115 12.3% 0 16 63  10.1% 0.80 0.54
UGT1A1*6 4 103 17.0% 3 28 48 22% 1.34 0.26
UGT1A1*27 0 149  0.33% 0 0 79 0% 0 1.00
#(Kobayashi et al., 2012); AF, allele frequency; OR: odds ratio.
2 UGTI1A1 CARSPARS TR
CARS ( ) PARS-TR ( )
UGT1A1*28 Null n=22 36.0(31.5-42.3) n=41 26.0 (17.5-30.5)
Hetero n=6 42.8(33.3-51.1) n=10  22.5(18.8-31.0)
P-value 0.14 0.79
UGT1A1*6 Null n=17 34.0(31..3-43.0) n=31  26.0(18.0-30.0)
Hetero n=10 38.8(34.1-43.9) n=18  24.0(16.8-35.0)
Homo =1 355(35.5-35.5) n=2  26.0(24.0-28.0)
P-value 0.69 0.99
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