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Mechanism of skin eruption due to ultraviolet rays in hydroa vacciniforme
patients
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Hydroa vacciniforme (HV) is a rare photosensitivitﬁ disorder of childhood
associated with Epstein-Barr virus (EBV)+ T-cell infiltration, although the precise mechanism of
eruption due to UV rays remains unknown. There are also many unclear pathomechanisms in cases of
systemic HV (sHV), which shows systemic symptoms such as fever, blood abnormalities, and malignant
changes. The present study revealed that C-X-C motif chemokine 12 (CXCL12) is involved in the
migration of EB virus-infected y & T cells to the skin, and that macrophage-derived chemokines
(MDCs) are released from epidermal keratinocytes by ultraviolet rays to obtain proliferative
ability. T-cell receptor (TCR) repertoire analysis using next-generation sequencing showed that
peripheral tissue type EBV Vd 1 could selectively infiltrate skin lesions. Furthermore, the
percentages of coexpression of CD16 and/or CD56 by T-cell large granular lymphocytes might serve as
a surrogate marker for the tumor burden in sHV patients.
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