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Culture of sonication fluid from explanted prostheses with our protocol may
improve microbiological yield in Orthopedic related associated infection (OIAl) by disrupting the
bacterial biofilm (Ueda N, Oe K et al. Jornal of arythroplasty 2019). We assessed if metagenomic
sequencing from sonication fluid can provide an alternative rapid and sensitive tool for diagnosis
of OIAl. We compared metagenomic sequencing with standard culture in sonication fluid samples from
prosthetic joint and other OIAl. The analysis method was analysis using ION REPORTER and QIIME. From

the results of this study, it was possible to identify bacteria that could not be detected by
culture tests, but when the amount of bacteria was small, discrimination from contamination was

difficult.
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