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Research on microbial loop unique to lake hypolimnion
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The aim of the present study was to elucidate the food linkage between
bacteria and protists, so-called “ Microbial loop” , in hypolimnion of lakes. In the hypolimnion of
Lake Biwa, the dominant bacterial lineages were Bacteroidetes, Actinobacteria, Chloroflexi and
Planctomycetes. Shotgun metagenomic analyses suggested the physiological and ecological
characteristics of dominant bacterial species. It was likely that kinetoplastid flagellates were the

most important grazers on bacteria. In the hypolimnion of Lakes lkeda and Tazawa, kinetoplastid and
cercozoa flagellates were suggested as important grazers on bacteria.
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