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Exploration of microbial marker for prediction of metabolic disorder in
ruminants
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Rumen microbes play a pivotal role in cattle ﬁroductivity. The aim of this
study was to identify the microbe(s) showing positive correlation with host productivity as a
biomarker for prediction of productivity. As the first step, buccal swab as a proxy of rumen digesta
was validated. This alternative sample enable to avoid laborious and time consuming sample
collection by using stomach tube. Then, buccal swab samples were collected from Japanese Black
cattle and employed for microbial analyses. Population size of Prevotella spp. seemed to have a
positive correlation with the body weight of Japanese Black cattle . Therefore, Prevollta spp. can
be used as a biomarker for prediction of body weight gain in the future.
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