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Using barley chromosome-addition wheat under hypomethylation conditions,
several lines without barley chromosomes were selected. We conducted a comprehensive transcriptome
analyses of strains that originally had barley chromosomes but now only wheat chromosomes to
detected the barley-added chromosome-derived region transferred to the wheat genome. It can be
considered that transposon transfer using the added chromosome, which was the purpose of this
research, could be detected in part, and the use of a similar system promotes isolation of
transposon with transposition activity and its functional analysis.
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