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The occurrence of antibiotic resistant bacteria producing extended-spectrum
B -lactamase (ESBL) in the water environment was surveyed in this research. The removal of the ESBL
producing bacteria in the wastewater treatment plant (WWTP) was also determined to evaluate
effective water treatment processes in the WWTP for the control of the ESBL bacteria in water. Since
the resistant patterns of the ESBL bacteria against antibiotics used in medical field provide the
important information to treat infectious diseases, the resistant profiles of the ESBL bacteria

isolated from the water environment and the antibiotic resistant genes of the ESBL were determined
in this research.
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