(®)
2018 2020

Comprehensive analysis of the roles of membrane phospholipids in filamentous
fungi and a dimorphic yeast.
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Many studies on the physiological functions of membrane phosgholipids have
been performed using a unicellular yeast Saccharomyces cerevisiae so far. However, their functions
in dimorphic yeasts and filamentous fungi remain to be elucidated. In this study, we constructed and
characterized deletion or conditional mutants of phospholipid-related genes of filamentous fungi
and a dimorphic yeast. The results obtained in this study showed that their functions of the
dimorphic yeast were relatively similar to those in S. cerevisiae. In contrast, the functions of
these genes in the growth of filamentous fungi were more critical than those of S. cerevisiae. We
also showed that these gene products played crucial roles in various processes, such as hyphal tip
growth, conidiophore formation, and conidiation of the filamentous fungi.
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