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The real-time imaging analysis of Na+ revealed that the beach species V.

marina is able to excrete Na+ out of the roots, so that it suppresses salt accumulation in the plant

body. The study also revealed that the Na+ excretion occurred only in daytime, and stopped at
night. We then performed transcriptome analysis to compare V. marina and two other species that are
susceptible or relatively tolerant to salt stress. As a result, we found geneA, one of the cation
transporters, is gene is constitutively transcribed only in V. marina. We also found geneB, a
positive regulator of geneA, is up-regulated at daytime and down-regulated at night. Thus, these
results indicate that the expression patterns of only 2 genes could explaing the diurnal rythm of Na
+ excretion from the root of V. marina.
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Figure 2. Scaled counts per million of geneA and geneB. Read counts of RNA-seq data were
normalized, log2-transformed and centered (subtracted by mean values). All the three replicates are
plotted.
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