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Analysis of maternal-derived epigenetic modifications essential for mammalian
development
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Female germ cell, oocyte, is responsible for transmitting to the embryo not

only genetic information but also epigenetic modification. Since lack of normal epigenetic
modifications in the oocyte lead to embryonic lethality or postnatal disorders, it is essential for
functional oocytes to establish epigenetic modifications during oocyte growth. However, there are
many enzymes that catalyse epigenetic modifications and it is not easy to achieve multiple deletions

of enzymes in oocytes by conventional knockout technology. In this study, we established a method
for loss-of-function of multiple enzymes involved in epigenetic modification. This will help to
elucidate the mechanisms underlying establishment of maternal epigenetic control mechanisms
essential for mammalian embryogenesis.
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