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Deciphering positive and negative selection in thymocyte from information
theoretic approach

Uda, Shinsuke
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We measured and acquired the data set to analyze signal transduction in
thymocyte at single cell level by information theory. The data set is composed of 6000 cells per
time point, because the analysis base on information theory requires a large sample size. The result

suggests that dynamics of information transmission of S6 Is specific compared to another signaling
molecules. We developed the quantitative visualization method of communication channel of signaling
molecules and applied to the data set. We found that the communication channel of S6 was different
from another signaling molecules.
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