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Candidate Phyla Radiation (CPR) bacteria are small in genome size, have
introns in their rRNA genes, lack complete biosynthetic pathways for amino acids, nucleic acids, and
lipids, and have no electron transport or respiratory metabolic systems, and are probably

episymbiotic bacteria. In this study, we extracted high-quality genomic information on CPR from the
database and performed evolutionary analysis to identify the characteristics on the translational
and glycolytic systems. In addition, we also performed ecological and physiological studies on the
microbial community of Hakuba Happo, where many CPR bacteria are present. The original plan was to
conduct research focused on The Cedars in the U.S., but due to the impact of COVID19, the plan was
changed.
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