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The objective of this research is to develop a novel recombinant protein
library (called "IFDR library" herein), in which effective molecules are highly enriched than
previous ones, and identify molecules which have an ability to modulate the function of regulatory T

(Treg) cells in pathogenic environments, by utilizing the this novel library.

First, this research has succeeded in scaling up the screening of the IFDR library, by finding an
optimal signal peptide, cell line, and drug resistance gene. Then, applying this improved IFDR
library for the screening, 1 identified two molecules (termed 9-7F-6 and 18-11F-7) that have an
ability to repress the function of Treg cells. 1 then purified the recombinant proteins of the two
molecules from the culture supernatant of 293T cells, and applied the recombinant proteins for
further investigation. As a result, it was revealed that 9-7F-6 and 18-11F-7 interacted with Treg
and antigen presenting cells, respectively.
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