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Tooth morphogenesis is initiated by reciprocal interactions between the
ectoderm and neural crest derived mesenchyme. During tooth development, tooth cusps are regulated by
precise control of proliferation of cell clusters, termed enamel knots, that are present among
dental epithelial cells. However, the mechanisms of tooth formation are still unclear. In this
study, we performed CAGE analysis using early stages of tooth germ, and identified Nkx2-3, which may
regulates tooth morphogenesis. We also demonstrate that Nkx2-3 is a target molecule of EDA and
critical for expression of the cell cycle regulator p21 in the enamel knot.
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