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Preemptive Medicine to Solid Tumors based on Epigenomics
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The selection of biomarkers and the development of technology for the
detection of earlier stage of malignant neoplasm are the fundamental of innovative preemptive
medicine. In this study, we could show that it is possible to screen gastrointestinal cancers from
fecal DNA and lung cancers from sputum DNA by our optimized platform. In particular, we also
presented that screening for gastrointestinal cancers, as well as and lung cancers, is possible with

extremely high reproducibility even if different analysis techniques are used. The detection
platform verified in this study could be a straightforward technology for preemptive medicine to
screen high-risk patients with solid cancers by continuous screening of aberrant DNA methylation in
feces and sputum.
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