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Molecular analysis of genome-editing mechanism in brain and development of novel
genome-editing technology
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A radical treatment method for most of inherited neuronal diseases has not
been developed yet. In this study, we elucidated the molecular mechanism of genome editing in brain.
Based on the mechanism, we have developed novel genome-editing method “ SATI” that can repair many
kinds of mutations in vivo. Using this method, we treated an HGPS premature mouse model carrying a
dominant point mutation and demonstrated amelioration of aging-related phenotypes in multiple organs
and extension of lifespan.
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