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Elucidation of pathophysiology of congenital factor XII deficiency in cat for
the development of novel antithrombotic therapy

MARUYAMA, Haruhiko
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F12 gene analysis was performed on 10 cats with factor X1l (FXII)
deficiency. As a result, it was clarified that p.G544A was most frequently observed in FXII
deficiency in Japan. Furthermore, it was suggested that two types of gene mutations, which were
previously thought to have no effect on FXII activity, affect a mild decrease in FXII activity. We
also identified one novel gene mutation.

A Cycleave PCR method using a real-time PCR device was established for the rapid diagnosis of the p.
G544A mutation, which occurs most frequently in Japan. As a result of examining the state of
possession of this gene mutation in cats visiting Nihon University Animal Hospital, the frequency of
alleles was 0.09.
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