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Analysis of the mechanism of increase in antinuclear antibody levels due to
differences in genetic background of mice

ITO, Sadahiro

3,300,000
C57BL/6
Apcs-/-; 129/Sv//Ev x C57BL/6 129/Sv//Ev DIMit36 76.73cM DIMit115 82.
78cM 20
1
C57BL/6N
129/Sv//Ev DIMit36 76.73cM DIMit115 82.78cM

We initially investigated the 129/Sv//Ev region { The plan was to randomly
destroy 20 genes related to immunity from DIMIt36 (76.73cM) to DIMitll5 (82.78cM) using genome
editing. Therefore, we performed whole genome sequencing on one homozygous individual.

However, as we continued backcrossing to C57BL/6N and maintained the line, the antinuclear antibody
titer no longer increased. Therefore, it is no longer possible to edit the genome using an increase
in antinuclear antibody titer as an indicator.
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Chromoson, ~ Start |~ End || cM |~ strand GRCmZ "~ MGI| ~ Feature Type | 7| Symbq ~ Name e
1 7 147249520 169211344 MGI:2387104 QTL Nidd3k |Nidd3 on KK-A<y>
1 7 147249520 [ 189251027 MGI:2687238 QTL Hbnr4  |Heligmosomoides bakeri nematode resistance 4
1 7 150317922 [ 188627115 MG:3042880 QTL Splg5  spleen weight QTL 5
1 7 152919071 [ 186706423 MGI:5644314 QTL Nbal0 |New Zealand Black autoimmunity 10
1 7 156774467 189571420 67.71 MGI:2656541 QTL Lmr8 leishmaniasis resistance 8
f 1 " 164315658 | 190802075 MGI:2669988 QTL Berrl |berghei resistance locus 1
[ 1 7 168358674 [ 171804689 | 76.25 MGI:2681136 QTL Nktcnl |natural killer T cell numbers 1
1 7 168358674 [ 170239759 | 74.86 MGI:1931842 QTL Slela |systematic lupus erythematosus susceptibility 1a
1 7 169211172 169211344 76.73 MGI:105971 QTL Lbw7 lupus NZB x NZW 7
1 7 169211172 [ 169211344 | 76.73 MGI:2151890 QTL Cgnzl |chronic glomerulonephritis in NZM 1
1 7 169211172 [ 177550021 | 76.73 MGI:3531330 QTL Slel6 |systematic lupus erythematosus susceptibility 16
[ 1 7 169655501 | 169695813 | 76.84 + MGI:1098434 protein coding gene = Rgs5 regulator of G-protein signaling 5
[ 1 7 169741477 [ 169747642 | 76.84 - MGI:108409 protein coding gene ~ Rgs4 regulator of G-protein signaling 4
1 7 170232749 [ 170253608 | 76.84 + MGI:3622649 protein coding gene | Sh2d1b2 |SH2 domain containing 1B2
1 7 170277320 | 170286769 | 76.84 + MGI:1349420 protein coding gene | Sh2d1bl SH2 domain containing 1B1
1 7 170907273 [ 170912941 [ 77.56 - MGI:3576487 protein coding gene Fcrlb  |Fc receptor-like B
1 7 170917576 [ 170927583 | 77.65 - MGI:2138647 protein coding gene Fcrla  |Fc receptor-like A
[ 1 7 170958617 | 170976547 | 78.02 - MGI:95499 protein coding gene = Fcgr2b |Fc receptor, 19G, low affinity 1b
r 1 7 170958617 | 170976547 MGI:1890622 QTL Cia9 |collagen induced arthritis QTL 9
1 7 171018920 [ 171029761 [ 78.53 + MGI:2179523 protein coding gene Fcgrd  |Fc receptor, IgG, low affinity IV
1 7 171051174 [ 171064935 78.8 - MGI:95500 protein coding gene Fcgr3 | Fc receptor, 1gG, low affinity 111
1 7 171150711 [ 171161130 | 79.05 + MGI:103177 protein coding gene Mpz  |myelin protein zero
1 7 171229572 [ 171234365 | 79.23 - MGI:95496 protein coding gene = Fcerlg |Fc receptor, IgE, high affinity I, gamma polypeptide
[ 1 7 171281945 [ 171287991 | 79.3 - MGI:1353665 protein coding gene = Usp21 |ubiquitin specific peptidase 21
r 1 7 171329145 [ 171342331 | 79.34 + MGI:1333874  protein coding gene = Dedd |death effector domain-containing
1 171437535 171464603 79.43 + MGI:1321398 protein coding gene F11r |F11 receptor
1 171559193 | 171609746 | 79.52 + MGI:109294 protein coding gene = Cd244 |CD244 natural killer cell receptor 2B4
1 171588624 | 171607410 | 79.54 - MGI:96885 protein coding gene Ly9 lymphocyte antigen 9
1 171632403 | 171653035 | 79.54 - MGI:1922595 protein coding gene  Slamf7 |SLAM family member 7
1 171682009 | 171705258 | 79.54 + MGI:88339 protein coding gene Cd48 |CD48 antigen
1 171767127 | 171801184 | 79.54 + MGI:1351314 protein coding gene = Slamfl |signaling lymphocytic activation molecule family member 1
1 171839697 | 171890718 | 79.54 + MGI:1336885 protein coding gene Cd84 |CD84 antigen
1 171917515 | 171953170 | 79.54 + MGI:1353620 protein coding gene  Slamfé | SLAM family member 6
1 172066013 | 172082795 | 79.54 - MGI:1891700 protein coding gene Ncstn  |nicastrin
1 172209894 | 172219868 | 79.54 - MGI:1309468 protein coding gene = Casql |calsequestrin 1
1 172581758 172590568 79.99 - MGI:1921998 protein coding gene =~ Slamf8 |SLAM family member 8
1 172698055 | 172833031 | 80.13 + MGI:88512 protein coding gene Crp  |C-reactive protein, pentraxin-related
1 172893961 | 172895041 | 80.33 - MGI:98229 protein coding gene Apcs  |serum amyloid P-component
1 173004198 173004325 80.33 MGI:2661242 QTL Cd8mtsl |[CD8 T memory cell subset 1
1 173221284 | 173227214 | 80.33 - MGI:95494 protein coding gene = Fcerla |Fc receptor, IgE, high affinity I, alpha polypeptide
1 173331886 | 173333750 | 80.33 - MGI:1097689 protein coding gene = Ackrl |atypical chemokine receptor 1 (Duffy blood group)
1 173350879 | 173466040 | 80.33 + MGI:2686159 protein coding gene Aim2  |absent in melanoma 2
1 173747293 | 173766943 | 80.63 - MGI:96429 protein coding gene Ifi204  |interferon activated gene 204
1 174172776 | 174248450 | 80.97 + MGI:98385 protein coding gene = Sptal | spectrin alpha, erythrocytic 1
1 174628733 | 174628870 | 81.08 MGI:1346066 QTL Gvhdl graft-versus-host disease 1
1 174833785 | 174921819 | 81.08 - MGI:1344367 protein coding gene = Grem2 |gremlin 2, DAN family BMP antagonist
1 175641251 175641372 81.63 MG1:2148991 QTL Yaa4 |Y-linked autoimmune acceleration QTL 4
1 175641251 | 175641372 | 81.63 MGI:2149094 QTL Sle9 systematic lupus erythematosus susceptibility 9
1 175880581 | 175913489 81.9 + MGI:1349427 protein coding gene Exol |exonuclease 1
1 177020073 | 177258203 | 82.66 - MGI:1345147 protein coding gene Akt3  |thymoma viral proto-oncogene 3
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