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Regulation of gene expression at mRNA level via poly A tail and its modulation
by nutrient source signals
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The Ccr4-Not complex not only regulates the length of the pol
is also involved in translational repression in the steady state. We found that the phosphorylation
of S39 of Pop2 by Pho85 kinase is part of the glucose sensing system. In addition, among the ccr4
and pop2 mutants, the poly A tails of the target mRNAs become longer, and Pabl and Pbpl bind to the
longer poly A tails, resulting in excessive translation from the target mRNAs. These excessive
translation confers to growth retardation, temperature-sensitive proliferation and abnormal gene

expression.
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