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Structural analysis of the ribosome nascentpeptide-chain complex of mammalian
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This study aims to clarify the structure of the peptide tunnel of the
mammalian mitochondrial ribosome and to gain insight into the interaction between the nascent
peptide-chain and the peptide tunnel. We have reconstituted the mammalian mitochondrial translation
system and successfully formed a ribosome-nascentchain complex(RNC) utilizing translation arrest via

a polyproline sequence (Lee, 2021). By examining the length of the nascent peptide-chain, we
demonstrated that the N-terminus of the nascent peptide-chain is exposed outside the peptide tunnel
when the length of the nascent peptide-chain is more than approximately 80aa.
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@ The lengths and sequences of the nascent peptide chains can be controlled.
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