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Asymmetric inheritance of ribosomal DNA that governs cellular aging and
rejuvenation
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3,400,000

RNA rDNA DNA
rDNA
rDNA DNA

rDNA
rDNA Cohibin

RNA
RNA

RNA

i We have shown that the ribosomal RNA genes (rDNA) in budding yeast are
recruited to the nuclear pore upon the induction of DNA double-strand break. In this study, we found
that rDNA stability was reduced in strains where this association with the nuclear envelope was

prevented.
We further showed that rDNA binds to the nuclear pore in a manner dependent on DNA damage checkpoint

kinase Tell and cohibin which associates rDNA to the nuclear envelope to maintain rDNA stability.
We speculate that damaged rDNA is sequestered at the nuclear periphery to inhibit aberrant

recombination events.
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The ribosomal RNA gene repeat associates with the nuclear pore complex after DNA damage during replication
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