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Centromere/kinetochore is essential for proper segregation of the genome
during mitosis. It has been indicated that precise heterochromatization at pricentromeric
alpha-satellites is required for maintenance of centromere function. Currently our proteomics has
indicated chromosomal association of uncharacterized protein, ZNF518. Therefore we verified this
hypothesis observing localization of GFP fusion and found its pericentromere localization with
satellite DNA binding protein CENP-B dependent manner. Also GFP localization trucking with various
truncated ZNF518 shows two essential domains for the pericentromere localization. A fluorescence
microscopy-based interaction-trap assay on human chromosomes suggests these two domains are
independent CENP-B or HP1 interacting domains. Since G9a histone metyltransferase interaction of
ZNF518 has been reported, we suppose that ZNF518 protein is involved in CENP-B dependent
pericentromeric heterochromatization.
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