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Transcriptional regulation of Islet-1 in tissue regeneration of Xenopus heart
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i i We compared and analyzed the transcriptional regulatory mechanism of the
myocardial progenitor cell regulatory gene Isletl between Xenopus, which can regenerate myocardium

even in adults, and mice, which cannot regenerate myocardium.

In Xenopus, the gene expression of

Isletl and HIFla increased on the first day after myocardial resection. The binding site of HIFla
in the transcriptional regulation of Isletl was located in the 8th conserved region (MCR8) located
upstream of the Isletl gene. In mice and humans, the HIFla -binding motif was lost in MCR8 region.
From these results, it is suggested that the difference between animal species in the position
and direction of the HIFla -binding motif may be the cause of the difference in the transcription

function of Isletl.
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